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In 2005, Sanwen Huang obtained his Ph.D. from the Graduate School of Experimental Plant Sciences in Wageningen University and Research Centre, the Netherlands. He studied the interaction of potato and its devastating pathogen Phytophthora infestans and cloned the disease resistance gene R3a.
After his graduation, he returned to China and established the Laboratory of Vegetable Genomics at Institute of Vegetables and Flowers, Chinese Academy of Agricultural Sciences (CAAS). Since 2007, he coordinates the International Cucumber Genome Initiative that has successfully sequenced the 367Mb genome, using a combinational strategy using both Sanger and next generation DNA sequencing technology. He is also at the steering committees of both the Internation Potato and Tomato Sequencing Consortium. His team has finished the draft genome of a monohaploid potato genotype, a critical contribution to the Potato Genome Sequencing Consortium. He is now working on genomics of plant breeding, using cucumber and potato as subjects in particular. His work was published in Nature, Nature Genetics, PNAS etc.
He is the principal investigator of several national research projects, including the recent 973 project “The genetics and molecular breeding of vegetable quality traits (2012-2016)” granted by the Chinese Ministry of Science and Technology, which has a budget of 38M RMB and a teamwork from 12 institutions nationwide.
In 2011, he was invited to talk at the annual meeting of American Society of Plant Biologists in Minnesota, USA and also at the Science, Technology and the Society Forum in Kyoto, Japan. In 2012, he was awarded with the Outstanding Young Scientist Grant from National Natural Science Foundation of China, one of the most prestigious prizes to scientists below 45 years old. In 2013, he was awarded with the Young Leadership in Sciences and Technology from the Chinese Ministry of Sciences and Technologies.
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